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Summary 

This research communication reports the identification of S. aureus isolated from milk samples by 

biochemical tests, matrix-assisted laser desorption/ionization time-of-flight mass spectrometry 

(MALDI TOF MS) and molecular identification. Here, we also investigate whether S. aureus 

isolated from transient and persistent bovine subclinical mastitis and from nares/muzzles is 

genetically diverse using spa Typing. We also investigate the antimicrobial susceptibility of the 

milk and nasal/muzzles S. aureus isolates by Vitek 2
®
 compact system. Finally, the detection of 

some oxacillin and/or cefoxitin-resistant S. aureus was confirmed using E-Test
®
 and by the 

presence of the mecA and mecC genes. Our results showed that MALDI-TOF is a suitable method 

to identify bovine-associated S. aureus, because high agreement was found among biochemical test, 

MALDI-TOF MS and molecular identification. Here, non-aureus staphylococci are the most 

common bacteria in the nares/muzzles. A great proportion of multidrug resistance to antimicrobials 

was also observed, including resistance to critically important antimicrobials. Although, some S. 

aureus were regarded as oxacillin and/or cefoxitin resistant by Vitek 2
®

 system and oxacillin-

resistant by disk diffusion test, none of them were confirmed by E-test
®

 and the presence of mecA 

and mecC genes. Our study did not strengthen the idea that S. aureus strains isolated from 

extramammary niche (i.e. nares/muzzles) is an important source for S. aureus strains that cause 

persistent IMIs in dairy cows. Furthermore, S. aureus isolates from transient and persistent IMIs did 

not differ by spa-typing, suggesting that the persistence of infection was mainly determined by cow 

factors. Thus, the high level of multidrug resistant S. aureus found in the two herds studied together 

with the predominance of a strain well adapted to the udder may contribute to the history of high 

prevalence of mastitis caused S. aureus, leading to high bulk tank milk somatic cell count in both 

herds. 

 


